2 MEBRRBC DY ) 57— & VI IRBART M~ — 5 —DW%E L R

Matsui et al. (2012) [1] 1%, 1BFEFIOY ) LT A KT —X Z AW TIEE R T~ —h
— D% &~ — I —HELHTOWBFRN R ORGEL [RIRFAT 5 72D O = AHRBR O 7 1
VERZELE L. ZHURERIRE v — b —HoMEEN s LTCET Y TS
DT, AL~V TORKREE (AR OFHb e LET. e LR aHE
DZ o PMERBRICET L, AT MO~ 27 v 7 L—BIR 3BT — % 2 iy
U F~A NIgEORAFRH ETOMRTFMEITNE Lz, RO T & MMEBR O
FTBE LI TOFEJEFNROHER 21T 5 b DO TT N, BFNRICKE REEZENH D
EEXIHEA DBEEFEOMRETHE L THWS Z EIFTEERFATLE., AR, [HEFTO
HER ) OB LT HETOTH) befies 35, EAMLERIZET 728 LOERRRER T 5
AV OPSHAZIRET HH DO TT . 70k, AFmLiE, Clinical Cancer Research 3 18 %4 21
BONATA ==L LTSN E L=12]

0.5
1.0

0.8

0.0

0.6

S: Predictive Score

Log Hazard Ratio
0.5
Survival Probability

~
o W: Prognostic Score
B

o $=0.1, W= 0.1 under Thalidomide
w o === $=0.1,W = 0.1 under Control

—— §=0.5, W= 0.9 under Thalidomide

=== §=0.5, W=0.9 under Control
w o
<1 S

T T T T T T T T T T
0.0 0.2 0.4 0.6 0.8 1.0 0 2 4 6 8 10
Predictive Signature Score Time Since Enroliment (years)

1. RS (BRI OAY— F) 2867 2. WRTW~—T— & THTH~— b —% [
T~ — I —EOBHE LTHELZLD W2 BB LU 0 A= 17 i )

SCiaR
[1] Matsui S, Simon R, Qu P, Shaughnessy JD, Barlogie B, Crowley J. Developing and
validating continuous genomic signatures in randomized clinical trials for predictive

medicine. Clinical Cancer Research 2012; 18: 6065-6073.

[2] http://clincancerres.aacrjournals.org/content/18/21/5831 full.pdf+html



